








DISCUSSION

rRNA genes

The study shows that FISH mapping of rRNA genes can be
an excellent addition to the armory of tools for determining
phylogenetic relationships in Plantago. In plants, 5S rRNA
genes are arranged in tandem arrays. The number of arrays



they are present on two different chromosomes in P.
lanceolata. In P. lanceolata and P. rhodosperma, the 5S
and 45S rDNA sites are coupled. This result is surprising
because based on the ITS data (authors’ observations) and
other characteristics (Rahn, 1996) P. lanceolata and
P. lagopus are considered to be closely related phylogen-






