




hybridize to group 3, 5, 6, and 7 chromosomes (W. Li and B.S. Gill,
unpublished data) (Table 2).













at a much slower rate than in retrotransposons located
outside the centromeres, which resulted in the high
conservation of these sequences within the centromeric
regions of distantly related plant species. Another expla-
nation is that the centromeric retrotransposon sequences
might be part of the functional centromere and associated
with centromere structure and/or function. Therefore,
functional constraints result in high conservation. A
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